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Construction of Hint2 overexpression plasmid and its effect on invasion capability of liver cancer cell
BEL-7402

LI Qi-meng, LIN Guo-nan (Capital Medical University, Beijing 100069, China)

Abstract: Objective To investigate the construction of Hint2 overexpression plasmid and its effect on
invasion capability of liver cancer cell BEL-7402. Methods According to the sequence of Hint2 gene, primers
were designed to amplify Hint2 gene fragment for Hint2 gene overexpression plasmid construction. mRNA
and total protein were extracted from Hint2 overexpressed BEL-7402 cells, real-time PCR and Western
blot were applied to determine the expression levels of Hint2, and then the location of exogenous Hint2 in
mitochondria was confirmed through immunorescence staining. Subsequently, wound healing experiment was
taken to detect the changes of invasion and migration capability of BEL-7402 cells after Hint2 overexpression.
Results The mRNA and protein expression levels of Hint2 up-regulated significantly in BEL-7402 cells after
transfection with Hint2 overexpression plasmid. According to the result of immunofluorescence staining,
the exogenous Hint2 protein was co-located with the mitochondria. Wound healing experiment showed the
up-regulation of Hint2 restrained the migration ability in BEL-7402 cells. Conclusion After transfection
with Hint2 overexpression plasmid, the expression level of Hint2, which was bound with mitochondria, was
increased and the migration ability of BEL-7402 cells was restrained.

Key words: Hint2; pcDNA3.1(+); BEL-7402 cells
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TG-3", M55 45 -CGGAATTCTTAACAC
CACAAGGTTCCTTT-3", ZFFEAbIT ARl &\ 7
AT G . FkE 514 5 B cDNAZEATPCR B
SRARZA: 1 pl DNABIHR . 1 pl EESIP. 1 pl R
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