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Abstract: Objective To evaluate the situation of hepatitis C virus (HCV) infection and the
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predictive factors through the detection of hepatitis C virus antibody (anti-HCV) and HCV
RNA in a hospital in Qingdao. Methods A total of 76492 patients were detected for anti-HCV
from January 1, 2019 to December 31, 2019 in a hospital in Qingdao city. The relationships
between anti-HCV positive rate and gender and age were analyzed, as well as the departments
distribution of anti-HCV positive patients and HCV RNA detection. A total of 172 anti-HCV
positive patients were divided into HCV RNA negative group and HCV RNA positive group.
ALT, AST, PLT, TBil, and anti-HCV levels of two groups were collected, and the aspartate
aminotransferase to platelet ratio index (Apri) and fibrosis-4 (FIB-4) were calculated. The
Mann-Whitney U test was used for continuous data comparison between two groups, and
chi-square test was used for categorical data comparison between two groups. Spearman test
was applied to analyze the correlation between variables and HCV RNA positive detection.
And the binary Logistic regression model was applied to analyze the predictive factors for
positive HCV RNA. Receiver operating characteristic (ROC) curve was used to evaluate the
diagnostic value of anti-HCV level for positive HCV RNA. Results Among the patients in
a hospital in Qingdao, 25.82% of anti-HCV positive inpatients were tested for HCV RNA.
The overall positive rate of anti-HCV among the patients in a hospital in Qingdao was about
0.96%. There was significant difference in the positive rate of anti-HCV between different age
groups (P < 0.05). About 85.68% of anti-HCV positive patients were over 40 years old. ALT,
AST, TBil, APRI, FIB-4 and anti-HCV levels of HCV RNA positive group were significantly
higher than those of HCV RNA negative group, and PLT was significantly lower than that of
HCV RNA negative group (all P <0.05). Correlation analysis showed that positive HCV RNA
was positively correlated with ALT, AST, APRI, FIB-4 and anti-HCV levels (r values were
0.551, 0.613, 0.576, 0.302 and 0.763 respectively, all P < 0.001), and negatively correlated with PLT
(r=-0.346, P <0.001). The binary Logistic regression model showed when anti-HCV level
increases by 1, the risk of HCV RNA positivity increases by 83.9% [odds ratio (OR) =1.839,
95% confidence interval (CI): 1.440-2.350, P < 0.001]. ROC curve showed that when the cut-
off value of serum anti-HCV level was 7.48 (COI), the area under the curve, the sensitivity
and specificity for diagnosing HCV RNA positive were 0.956, 98.4% and 87%, respectively.
Conclusions Hospitals should strengthen anti-HCV screening on people over 40 years old and
patients of high-risk departments, as well as promote the detection of HCV RNA among anti-
HCYV positive patients. Anti-HCV level can accurately predict HCV infection.

Key words: Hepatitis C virus; Hepatitis C virus antibody; HCV RNA; Epidemiology
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