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Progress on cell-free DNA in monitoring rejection-induced transplantation liver injury
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Abstract: Liver transplantation has now become an important means and method for the
treatment of end-stage liver disease, however, graft liver injury caused by rejection after liver
transplantation is still one of the prominent postoperative complications in liver transplant
recipients. The reduction of graft injury relies heavily on the early diagnosis and treatment
of rejection after liver transplantation. Cell-free DNA (cfDNA) is a fragmented, degraded
fragment of DNA present in cells. By analyzing ¢fDNA in the body fluids of liver transplant
recipients, the occurrence of immune rejection can be detected days to weeks earlier than
through percutaneous pathological biopsy. Donor-derived cell-free DNA (dd-cfDNA), as an
emerging biomarker, exhibited high accuracy and specificity for monitoring allograft injury.
By precisely analyzing dd-cfDNA in circulating body fluids, graft injury can be detected
early, enabling timely intervention to improve graft survival rate and patient prognosis. The
research progress of cfDNA in monitoring liver graft injury was reviewed and prospected,
aiming to provide a reference for research hotspots and clinical applications related to liver
transplantation.
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